Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.002 Å; R factor = 0.036; wR factor = 0.070; data-to-parameter ratio = 16.7. organic compounds o1646 Ju et al.
In the title compound, C 17 H 14 N 2 O 2 , the central pyridazine ring forms dihedral angles of 47.29 (5) and 88.54 (5) with the benzene rings, while the dihedral angle between the benzene rings is 62.68 (6) . In the crystal, molecules are linked by two weak C-HÁ Á ÁO hydrogen bonds and three weak C-HÁ Á Á interactions.
Related literature
For applications of pyridazinone analogues as highly selective anti-HIV agents, see: Loksha et al. (2007) , as pesticides, see: Li et al. (2005) and as herbicides, see: Xu et al. (2006) . For a related structure, see: Ju et al. (2011) .
Experimental
Crystal data Triclinic, P1 a = 7.390 (4) Å b = 9.385 (5) Å c = 10.587 (6) Å = 106.618 (7) = 97.489 (6) = 101.098 (9) V = 676.9 (6) Å 3 Z = 2 Mo K radiation = 0.09 mm À1 T = 113 K 0.20 Â 0.18 Â 0.14 mm
Data collection
Rigaku Saturn CCD area-detector diffractometer Absorption correction: multi-scan (CrystalClear; Rigaku/MSC, 2005) T min = 0.982, T max = 0.987 7083 measured reflections 3167 independent reflections 2103 reflections with I > 2(I) R int = 0.037 Refinement R[F 2 > 2(F 2 )] = 0.036 wR(F 2 ) = 0.070 S = 1.02 3167 reflections 190 parameters H-atom parameters constrained Á max = 0.29 e Å À3 Á min = À0.21 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C1-C6 and C12-C17 rings, respectively. (iii) Àx þ 1; Ày þ 1; Àz þ 2; (iv) Àx þ 2; Ày þ 1; Àz þ 1; (v) x þ 1; y; z.
Data collection: CrystalClear (Rigaku/MSC, 2005) ; cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: CrystalStructure (Rigaku/MSC, 2005) . (Loksha et al., 2007) , pesticide (Li et al., 2005) , highly herbicidal activity (Xu et al., 2006) . In order to discover further biologically active Pyridazinone analogues, the title compound, (I), was synthesized, and its crystal structure determined ( Fig. 1 ).
As a continuation of our studies on the crystal structures of Pyridazinone analogues (Ju et al., 2011) , we report here the synthesis and crystal structure, an ellipsoid plot of which is shown in Fig. 1 . The central pyridazine ring forms dihedral angles of 47.29 (5)° and 88.54 (5)° with the two benzene rings, while the dihedral angle between the two benzene rings is 62.68 (6)°. The structure is stabilized by two weak C-H···O and three C-H···Cg intermolecular hydrogen bonds (Cg's: centroids of the benzene rings) ( Table 1) .
Experimental
3-hydroxyl-1phenyl-6-pyridazone(0.94 g, 5 mmol), benzyl chloride(0.63 g, 5 mmol) and K 2 CO 3 (0.69 g, 5 mmol) were added to absolute ethanol(30 ml). The mixture was stirred in the room temperature for 10 h. The suspension was filtered and the residue was washed with absolute ethanol. The title compound was recrystallized from the mother solution and single crystals of (I) were obtained by slow evaporation.
Refinement
All H atoms were placed in calculated positions, with C-H = 0.95 Å and C-H = 0.99 Å, and included in the final cycles of refinement using a riding model, with U iso (H) = 1.2Ueq(C).
Computing details
Data collection: CrystalClear (Rigaku/MSC, 2005) ; cell refinement: CrystalClear (Rigaku/MSC, 2005) ; data reduction:
CrystalClear (Rigaku/MSC, 2005) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: CrystalStructure (Rigaku/MSC, 2005 The asymmetric unit of the title compound, (I), with displacement ellipsoids drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
6-Benzyloxy-2-phenylpyridazin-3(2H)-one

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.42844 (11) 0.94745 (8) 0.63170 (7) 0.0233 (2) 0.0200 (7) 0.0130 (6) 0.0188 (7) 0.0044 (5) 0.0066 (5) 0.0062 (5) C2 0.0241 (7) 0.0176 (6) 0.0199 (7) 0.0065 (5) 0.0040 (6) 0.0075 (5) C3 0.0196 (7) 0.0181 (6) 0.0314 (8) 0.0078 (5) 0.0071 (6) 0.0096 (5) C4 0.0290 (8) 0.0176 (7) 0.0243 (7) 0.0080 (6) 0.0129 (6) 0.0067 (5) C5 0.0271 (8) 0.0199 (7) 0.0169 (7) 0.0034 (6) 0.0043 (6) 0.0061 (5) C6 0.0202 (7) 0.0180 (6) 0.0209 (7) 0.0050 (5) 0.0038 (6) 0.0077 (5) C7 0.0201 (7) 0.0170 (6) 0.0158 (6) 0.0044 (5) 0.0016 (5) 0.0067 (5) C8 0.0224 (7) 0.0195 (6) 0.0165 (6) 0.0056 (5) 0.0052 (6) 0.0081 (5) C9 0.0201 (7) 0.0215 (7) 0.0163 (7) 0.0053 (5) 0.0056 (5) 0.0062 (5) C10 0.0185 (7) 0.0164 (6) 0.0170 (6) 0.0067 (5) 0.0012 (5) 0.0051 (5) C11 0.0255 (8) 0.0243 (7) 0.0223 (7) 0.0104 (6) 0.0078 (6) 0.0132 (5) C12 0.0210 (7) 0.0199 (6) 0.0185 (7) 0.0098 (5) 0.0081 (6) 0.0102 (5) C13 0.0270 (8) 0.0166 (6) 0.0238 (7) 0.0074 (6) 0.0066 (6) 0.0074 (5) C14 0.0194 (7) 0.0240 (7) 0.0257 (7) 0.0058 (6) 0.0014 (6) 0.0090 (6) C15 0.0249 (7) 0.0259 (7) 0.0229 (7) 0.0151 (6) 0.0095 (6) 0.0128 (6) C16 0.0322 (8) 0.0167 (6) 0.0186 (7) 0.0101 (6) 0.0071 (6) 0.0056 (5) C17 0.0219 (7) 0.0216 (7) 0.0187 (7) 0.0052 (5) 0.0020 (5) 0.0080 (5) Geometric parameters (Å, º) C1-N1-C7-C8 −179.96 (9) C13-C12-C17-C16 0.44 (17) O1-C7-C8-C9 177.26 (11) C11-C12-C17-C16 −178.85 (10) Hydrogen-bond geometry (Å, º) Cg1 and Cg2 are the centroids of the C1-C6 and C12-C17 rings, respectively. 
